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revalence of OXA-2 and OXA-10 type ESBL and class I integron
mong Acinetobacter bumanii strains isolated from patients in
abriz–North West Iran
. Farajnia1,∗, K. Ansarin2, A. Mohsenchian1
Tabriz university of medical sciences, Tabriz, Iran, Islamic Republic of
Tuberculosis and Lung Disease Research Center, Tabriz, Iran, Islamic
epublic of
Background: Acinetobacter (A.) baumannii is a gram negative
on-fermentative occobacilli with increasing relevance in a vari-
ty of hospital-acquired infections. The bacterium is a nosocomial
pportunistic pathogen that are resistant to the most of antibi-
tics and causes various types of infections such as bacterimia,
neumonia, meningitis and urinary tract infections. The aim of
his study was to determine the frequency of bla-OXA-2 and bla-
XA-10 resistance genes and class I Integron among Acinetobacter
aumannii strains isolated from patients referred to Imam Reza
ospital of Tabriz city.
Methods: A total of 100 clinical isolates of A. baumannii were
ollected from patients who referred to Imam Reza Hospital of
abriz. The isolateswere identiﬁed using standard Biochemical and
icobiological tests. ESBLproductionwasdetermined in isolatesby
ouble disk synergy test. The presence of bla-OXA-10, bla-OXA-2
nd INT1 genes in clinical isolates were investigated by PCR tech-
ique.
Results: The results of antimicrobial sensitivity tests revealed
hat the highest resistance was against ceﬁexim (100%), cefti-
oxim(100%) and ticaracilin (100%), whereas the highest suscep-
ibility was observed for polymixin B (84%), colistin (77%) and
efampin (73%). Double Disk Synergy Test showed that 60% of iso-
atedwereESBLproduceramong them7cases (11.6%)werepositive
or bla-OXA-2 and 5 cases (8.3%) for bla-OXA-10 genes. Screening
or Int-1 genes demonstrated that 75.2% of isolates were positive
or Int-1 insertion sequence.
Conclusion: The results of the present study indicated that
XA-2andOXA-10 typeESBLshavenoticeableprevalence inAcine-
obacter baumannii in the study region and it is necessary to
onsider appropriate preventive measures to avoid further spread
f such resistant strains.
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Frequency and molecular characterization of extended-
spectrum -lactamase-producing Klebsiella pneumoniae in
neonatal sepsis, Peru
L. Astocondor1, Y. Saenz2, B. Rojo-Bezares2, J. Jacobs3, C.
Garcia1,∗
1 Universidad Peruana Cayetano Heredia, Lima, Peru
2 Centro de Investigacion Biomedica de La Rioja, La Rioja, Spain
3 Institute of Tropical Medicine, Antwerp, Belgium
Background: Klebsiella pneumoniae is the leading cause of
neonatal sepsis. Moreover, Latin American region has the high-
est rate of extended-spectrum -lactamases (ESBLs) production
among Enterobacteriaceae organisms (>40%). Our aim was to assess
the frequency of detection of ESBL phenotype and susceptibility
testing of K. pneumoniae isolated from neonates and to determine
the presence of -lactamases genes among these isolates.
Methods: Over a four-year period (2008-2011), we collected
consecutive, non-duplicate K. pneumoniae blood culture isolates
obtained from neonates in nine hospitals of Lima, Peru. Identiﬁ-
cation was done by conventional biochemical tests. Susceptibility
testingwasdonebydiskdiffusion.Detectionof extended-spectrum
-lactamases (ESBL) phenotype was done by double disc method.
MICs for cephalosporins were determined by agar dilution. Detec-
tion of blaSHV, blaTEM, blaOXA-1, blaCTXM-2G, blaCTXM-3G,
blaCTXM-9G, blaCTXM-8G, and blaCTXM-10G genes was per-
formed by conventional PCR. Phylogenetic groups were studied by
PCR-restriction fragment length polymorphism (PCR-RFLP).
Results: Of 230 isolates collected, 178 were identiﬁed as K.
pneumoniae. Of these, 129 (72.5%) had a positive ESBL phenotype.
ESBL-positive K. pneumoniae isolates had higher rates of resistance
compared to ESBL-negative isolates to other antimicrobials than
cephalosporins such as ciproﬂoxacin (44.9% vs. 8.1%), gentamicin
(85.3% vs. 12.2%) and amikacin (36.4% vs. 12.2%). None isolate was
resistant to imipenem or meropenem. Fifty ﬁve representative iso-
lateswere chosen forMIC andmolecular analysis, 38 (69.1%) had an
ESBL phenotype. MIC(50) and MIC(90) were as follows: for cefox-
itin, 4g/ml and 16g/ml, cefotaxime 64g/ml and 128g/ml and
ceftazidime 64g/ml and ≥256g/ml, respectively. Frequency of
the genes detection among these 38 isolateswas as follows: blaSHV
(97%), blaTEM (58%), blaOXA-1 (63%), blaCTXM-2G (63%), blaCTXM-
3G (55%), and blaCTXM-9G (10%). None of the CTX-M group 8 and
10 encoded genes was detected. Thirty four isolates (89.5%) were
ascribed to the phylogenetic group KpI, and 2 (5.2%) to both, KpII
and KpIII.
Conclusion: A high rate of ESBL production among K. pneu-
moniae from neonates was detected. ESBL-positive isolates have
higher resistance rates to other antimicrobials as ciproﬂoxacin
and aminoglycosides. Most of isolates carried more than one -
lactamase gene.
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